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Supplementary Fig. S9. The alignment of VIR3-3000-7 (V1R3-3-

a/V1R3-3-b) and VIR3-3000-12 (V1R3-3-c/V1R3-3-d).
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TGCTCTTCATCTCCTCCTGGGGCACC AGTAT AATC TOGGTCAAC TACT TCAMC TAT ARTCGCGGC AC ATCTACGGAGT TTCTGT TGGTCATCGCTCGCTTCGCCANCATCACCTTCATTGCGC TGTCACCCATTGTCCTCGCAGT AGGAC ACGGACGCCT
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GOGAGCTGTTCTGARGTCCCTGCTCACTCAC TGAC AGC TGGACATGTC TGANGGLC TGAAGGGL TGT GGCACTGCATATAGTC AGTGTAT TCGT TACC ATARATGC AGAT AAGC TCACATC TC AAMACCACCAAARAC TGTCCTTTGGAAMCCTTTGAGT
GCGAGCTGTTCTGAAGTCCCTGCTCACTCACTGACAGCTGGACATGTC TGAAGGCC TGAAGGGCTGT GGCACTGCATATAGTCAGTGTATTCGTTACCATAMATGC AGAT AAGCTCACATCTCAAAACCACCAAAACTGTCCTTTGGAMCCTTTGAGT
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GOAGATCTTGAGCTGTTTTCAMCGCT GANC ACATATGC ACAC ACGC ACGCACGCACGC ACAC ACATACACACACACTGAART TC ARART TCATTGTGGACTCTCACTGT TCCAGAGT AAMGTGGCCTTTTCATCACARTAAGATCTAARTTTTCTCCAGG
GGAGATCTTGAGCTGTTTTCAMCGCTGAACACATATGCACAC ACGC ACGCACGCACGCACAC ACATACACACACACTGAAATTCAMATTCATTGTGGACTCTCACTGTTCCAGAGT AMMGTGGCCTTTTCATCACAATAMMATCTAAMTTTTCTCCAGG
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TCTGARTATCATCAGAGATTTGTCTTTATTTCTGATCTCTTTCTGTTGTATTCTARATTGCCTARATATATCAGATTTCARATGAGCCTGCGGTGTTATTATTCTGAGTCTTTATTCCCCAACTATGGTCT TCTCTTTCACATCCATACAAAMCACAAAGA
TCTGAATATCATCAGAGATTTGTCTT TATTTCTGATCTCTTTCTGTTGTATTCTARATTGCCTAMT ATATCGGAT TTCAMATGAGCCTGCGGTGTTATTATTCTGAGTCTTTATTTCCCAACTATGGTCTICTCTTTCACATCCATACAAMCACAAAGA
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CACACAACTGTGTTTACAGTATATTATCAGCARTGCTGCGCATTTCAATCCTCACAT T TTTAACTTTITACTTTITTTGTCAATTTATGT T AATGT TAATCT TAATCAACTTAATGTTAGTCAACACTTCATTTGCTTICTACTCATGAAGCCCAATAR
CACACAACTGTGTTTACAGTATATTATCAGC AATGCTGCGCATTTCAATCCTCACATTTTTAMC T TITACTTTTTTTGTCAATTTATGTTAATGT TAATCT TAATCAACTTARTGT TAGTCAACACTTCATTTGCTTTCTACTCATGAAGCCCAATAA
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GOCCCTCCTCTTCAGCTCTGOGTGATGGTAL GGCGACAMCATGAAGCATA AAAGCTTAAAATGTCTGAT TTTAGTGTATCACGGGTGTC AGCGC AGAGGL AGAGGCAGAGGC ATCATGACCTGCCTGCCACGTACAG
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GCTTCCACAGGTCARACCAGCCACCARATCACAT TTGCAGTCACCAT AMCATGTGTGCATGATTTTGTGCTCAGGT TTTCTGT AGCTGGAATCTTTGCTGTTTTTTITTGTTTTACAATTTTTTTTTTATATGGGT AATGT TGATGATGATCTATTCTA
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CATGTAAGACAGCAGTGATTGGGTAGTCCCT TCCCTGACTCTTGTARMACGTCT TGATGGT TTTAATGGCTGATGGTAACTGCTAGTGCTGCATATTT CAGCCTTTAATTGTTTC CACATTTA
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GACATACCCCTAGGGACACAGGATGCGGCATGACAGCARTAAATAT TTGGGGAMGCAAGCARTACACCATTTGAATAACACT TTGGCCTGAAT GGACAATGAGAGCAT AAMGC ACCAAMATGAAGATTTTTGATGG
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TTTACATGATAATGT AATTGGGCCAATGCATGAAGAC TCTTAAATGAATAGAATAGAAT AGARATGAAT TARATGAAGTANGT TGGAGCAATACTTTTTCATGTTTATATT TAATTCATGTAAAMCACACAT TCACAMACACGAACCACATAAGTGTACA
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AACCTTGTGTGTGTGTGTGACCTTTICAGAAGAT GGAAANC AAC ATAAATATATGACGT TACAATCTGCACTTTAAT TAAATC T TGARAAGT TGAARATGT ATGAAATGT T TAGCCAAGTGGT TARTARAT TAAGC AMATAAGCCATGTACGARACAGTC
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ATAAAAGC AGGARC ACTACTATADCTAC AACATGTTTGACTGGGCAGTATGAC AACT T TGAAGGCATTTTTCTCTGTTTCARTGTTCGTGTAGTTACTGCA
TTATAACACCTCCTTTGTTTTGTGACTARATATCTTGCTTCT TCCTAATAAGARAGT ACATARAAGC AGGARC ACTACTATACCTAC AACATGTTTGACTGGGCAGTATGAC AACTTTGAAGGCATTTTTCTCTGTTTCARTGTTCGTGTAGTTACTGCA
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CTTTGOCTCTGTAGGGC AATARTGCC TCTGT AGGGC ART ART GTCCGGTGGTTTTGTTCAGT TAATAAGAAGAGACCTGAGT ACACC TCTGATATGOC TGTGTCCGADCGCTAGC AT AAR GATGAACGCGGTGTTGGCGAAGCGAACA
CTTTGCCTCTGTAGGGCARTG) AGGGCARTAAT! TTTGTTCAGT TARTAAGAAGAGACCTGAGTACACCTCTGATATGCCTGTGTCCGACCGCTAGCACAA GATGA GOCGAAGCGAGCA
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